II. X-ray diffraction
Details for the refinement for each structure can be found below. Tables of hydrogen bonds are also presented for each structure.
Compound 1 Figure S1 . X-ray structure of DAOTA 1 (superimposition of the four symmetrically independent catinic triangule) 1554 = x,y,-1+z 2765 = 2-x,1-y,-z 2666 = 1-x,1-y,1-z
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Compound 1
The crystal was very small so that the diffraction data are weak. Three of the tetrafluoroborate ions are disordered and were refined using eight fluorine atoms each.
Restraints were applied on 1-2 and 1-3 distances (SADI) as well as on anisotropic displacement parameters. 
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Compound 2
The cation is disordered and part of it was refined using 2 components. Geometrical restraints (SADI on 1-2 distances) and restraints on anisotropic displacement parameters were used. A small disorder on the other alkyl arm was also modelled with restrains on 1-2 and 1-3 distances. The BF4-anion is also disordered and was refined as 2 parts. 
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Compound 3
The tetrafluoroborate anion is disordered and was modelled using eight fluorine atoms. Restraints (SADI) were used on B-F and F-F distances. The anisotropic displacement parameters were also restrained (RIGU). 
